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Kun olin laatinut edelliset slidet 11.10.2005 aamupaivalla, menin
postilaatikolleni ja poimin uuden Molecular Ecology —lehden
numeron, jonka kansikuvassa oli majava. Siina oli kaikki tasté
aiheesta, ja olin iloinen, etten ole aloittanut mitaan tyolasta
hommaa, tai aloituttanut sita viattomalla opiskelijaparalla, joka
nyt joutuisi toteamaan tehneensa turhaa tyota.

Jotain vield varmaan voi tehdg, tarkempien suunnitelmien
perusteella.
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Mitochondrial phylogeography of the Eurasian beaver
Castor fiber L.

WALTER DURKA *WIESLAW BABIK,*JEAN-FRANCOIS DUCROZ*DIETRICH HEIDECKE,t
FRANK ROSELL,$ RAVCIGIJN SAMJAA §ALEXANDER P. SAVELJEV, ANNEGRET STUBBE,+
ALIUS ULEVICIUS* and MICHAEL STUBBE+

*UFZ Center for Envirommental Research Leipzig-Halle GmbH, Department of Community Ecology (BZF), Theodor-Lieser-Strasse 4,
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Abstract

Nucleotide variation in an approximately 490 bp fragment of the mitochondrial DNA control
region (mtDNA CR) was used to describe the genetic variation and phylogeographical
pattern in the Eurasian beaver (Castor fiber) over its entire range. The sampling effort was
focused on the relict populations that survived a drastic population bottleneck, caused by
overhunting, at the end of the 19th century. A total of 152 individuals grouped into eight
populations representing all currently recognized subspecies were studied. Sixteen haplo-
types were detected, none of them shared among populations. Intrapopulation sequence
variation was very low, most likely a result of the severe bottleneck. Extreme genetic structure
could result from human-mediated extinction of intermediate populations, but it could also
be an effect of prior substantial structuring of the beaver populations with watersheds
of major Eurasian rivers acting as barriers to gene flow. Phylogenetic analysis revealed the
presence of two mtDNA lineages: eastern (Poland, Lithuania, Russia and Mongolia) and
western (Germany, Norway and France), the former comprising more divergent haplotypes.
The low level of sequence divergence of the entire cytochrome b gene among six individuals
representing six subspecies suggests differentiation during the last glacial period and
existence of multiple glacial refugia. At least two evolutionary significant units (ESU) can
be identified, the western and the eastern haplogroup. The individual relict populations
should be regarded as management units, the eastern subspecies possibly also as ESUs.
Guidelines for future translocations and reintroductions are proposed.

Keywords: bottleneck, Castor fiber, conservation, control region, mitochondrial DNA, phylogeography
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Fig.1 Location of the sampling sites for Castor fiber. Current range of C. fiber and Castor canadensis according to Halley & Rosell (2002) and
Saveliev (2003), except Russian far east. Relict populations remaining at the end of the 19th century: C. f. albicus (al), C. f. belorussicus (be),
C. . birulai (bi), C. f. fiber (fi), C. f. galliae (ga), C. f. orientoenropacus (or), C. f. pohlei (po) and C. f. tuvinicus (tu).



