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Genetiikka-alan allistyttavimpia suorituksia
peruskurssin motivaatiomausteeksi



Cow

Nauta on domestikoitu kolme eri kertaa; afrikkalainen puhveli
on tappaja

Afrikan savannien elaimistd ei ole domestikoitu yhtak&an. Syynd mahtaa olla niiden asenne
leijonia yms hiiviskelij6itd kohtaan! Metséstdminen on sitdpaitsi ollut yhté tuottoisaa.
Vertailuaineistona voi pitdd pohjoisia peuroja ja karibuita seké poroja. Ei suurta eroa muussa

kuin saalispaineen kohtuullisuudessa.
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Bos indicus, Zebu






Horse

Seepraa el ole kesytetty Hevonen on domestikoitu monissa
paikoissa Eurasiassa.






Vila, Leonard, Gotherstrom, Marklund, Sandberg, Lidén,
Wayne & Ellegren (2001) Widespread origins of domestic
horse lineages. - Science 291: 474-477

Uppsalan ryhma tutki mtDNA:ta suuresta maarasta erilaisia hevosia.
Aasin ja hevosen divergenssi 616 bp patkalla kontrollialuetta (D-loop)
on keskimé&éarin 16%, eri hevosnéytteiden divergenssi 0.2-5%.

Kaikkein erikoisimmat nadytteet olivat 8 hevosta Alaskasta,

Fairbanksin laheltd, jotka oli ajoitettu 12 000 - 28 000 vanhoiksi, ja toiset
kahdeksan 1000 - 2000 vuotta vanhaa hevosta Ruotsin ja Eestin arkeolo-
gisista asuinpaikoista.
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Mitokondriofylogeniaan sijoiteltuna erilaiset nyky-
hevosrodut ovatkin kiinnostavalla tavalla kirjavia.
Islanninhevonen siséltaa perati yhdeksan maternaalis-

’. ; @. %;” ta linjaa ja useimmat paahaarat.
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Limited number of patrilines in
horse domestication

Gabriella Lindgren', Niclas Backstrom', June Swinburne?,
Linda Hellborg', Annika Einarsson', Kaj Sandberg?, Gus Cothran?,
Carles Vila', Matthew Binns? & Hans Ellegren’

Genetic studies using mitochondrial DNA (mtDNA) have
identified extensive matrilinear diversity among domestic horses.
Here, we show that this high degree of polymorphism is not
matched by a corresponding patrilinear diversity of the male-
specific Y chromosome. In fact, a screening for single-nucleotide
polymorphisms (SNPs) in 14.3 kb of noncoding Y chromosome
sequence among 52 male horses of 15 different breeds did not
identify a single segregation site. These observations are
consistent with a strong sex-bias in the domestication process,
with few stallions contributing genetically to the domestic horse.

Nature Genetics 36:335 (April 2004)
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Adaptive radiation of a beloved icon. Phylogeny, geographic distribution, diet, and body sizes of the Family Equidae over
the past 55 My. The vertical lines represent the actual time ranges of equid genera or clades, The first ~35 My (Eocene to
early Miocene) of horse phylogeny are characterized by browsing species of relatively small body size. The remaining -20
My (middle Miocene until the present day) are characterized by genera that are either primarily browsing/grazing or are
mixed feeders, exhibiting a large diversification in body size. Horses became extinct in North America about 10,000 years
ago, and were subsequently reintroduced by humans during the 16th century. Yet the principal diversification of this fam-
ily occurred in North America. Although the phylogenetic tree of the Equidae has retained its "bushy” form since the 19th
century [for example, see (2, 3)], advances in knowledge from fossils have refined the taxonomy, phylogenetic interrela-
tionships, chronology, and interpretations of the ancient ecology of fossil horses.

Fossiilihevosten historia

Science 18 March 2005
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Adaptive radiation of a beloved icon. Phylogeny, geographic distribution, diet, and body sizes of the Family Equidae over
the past 55 My.The vertical lines represent the actual time ranges of equid genera or clades. The first ~35 My (Eocene to
early Miocene) of horse phylogeny are characterized by browsing species of relatively small body size. The remaining ~20
My (middle Miocene until the present day) are characterized by genera that are either primarily browsing/grazing or are
mixed feeders, exhibiting a large diversification in body size. Horses became extinct in North America about 10,000 years
ago, and were subsequently reintroduced by humans during the 16th century. Yet the principal diversification of this fam-
ily occurred in North America. Although the phylogenetic tree of the Equidae has retained its "bushy” form since the 19th
century [for example, see (2, 3)], advances in knowledge from fossils have refined the taxonomy, phylogenetic interrela-
tionships, chronology, and interpretations of the ancient ecology of fossil horses.

Science 18 March 2005
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Hyvaét hevossivut



http://www.ansi.okstate.edu/breeds/HORSES/

